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Foldit attempts to predict the structure of a protein
by taking advantage of humans' puzzle-solving
intuitions - - -.

EWVDTET, ABDOBD [N ZBE<BER|Z5 >V IUBD
UARESFTRICEDDIEVNDIBLLADHE KB Baker SIRT
([FRosettaWL\DFN\OBEET A7 ILIUXLZEDT
_ EEEE 53 RELTUBH, COFoldit
DUBDFIEFA VI STT 4T
Rosetta&EL\SBDS5LL).

222 2] B EIFEA ABDREREEHEZTALL
HUZORE. AIEZR TS AICEH U DBIDHEEERICR
HEDECDEWVS [HHBESEILTNFITEON T IRREIC YT
<BEd. INTCOHEEERZT B BMELEIHRYICIES
Ufz [consistency principle) ZEICE EITDDIFEHEDET
HBIDHILITHND.

Rosetta CTADBERZESESIDMFIIIONBIEWVG, C
DT —LHBRBEEINTHE 1 FLBVDBEICOVE2I—5KDT
SNfefEREHUZ BER] ZH D ADRNZONKICHED. L)
FNCEK, BEATVINTEDIFEEFTREZBDHDIE
(FIEH, TDYIRTIFBEZ TLUNSDHELL.

[HOEBO Y TIA S| KDIRE
http://taguchi-hideki.blogspot.com
(HO =)

PROTEIN COMMUNITY Vol.5 | 057



http://taguchi-hideki.blogspot.com

